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Education
	Doctor of Philosophy in Cellular and Molecular Physiology
Yale University, New Haven, CT
· Thesis Accepted with Distinction
· Certificate of Completion, Medical Research Scholars Program
	May 2018 

	B.S. Degree in Biochemistry
Brigham Young University, Provo, UT
· Magna Cum Laude with University Honors
	April 2011


Research Experience
	Assistant Professor
Brigham Young University Department of Chemistry & Biochemistry
Research Focus: Functionalizing protein post-translational modifications using thermal stability proteomics and phospho-amino acid orthogonal translation systems
Post-Doctoral Fellow, Dr. Marcia Haigis
Harvard Medical School Department of Cell Biology
Research Focus: Applying novel proteomics methods to the investigation of T cell activation and function
Techniques: Phosphorylation Integrated Thermal Shift Assay, Primary murine T cell isolation and culture 
	Jan 2024-current



Sept 2021-Dec 2023





	Post-Doctoral Fellow, Dr. Steven Gygi
Harvard Medical School Department of Cell Biology
Research Focus: Developing experimental methods and bioinformatics analyses to functionalize proteins and protein phosphorylation
Techniques: TMT-based quantitative proteomics and phosphoproteomics, protein thermal stability, affinity-purification mass spectrometry
	July 2018-Dec 2023


	Ph.D. Candidate, Dr. Jesse Rinehart 
Yale Department of Cellular and Molecular Physiology, Systems Biology Institute
Project: investigating the mechanisms of hepatic insulin resistance by phosphoproteomic analysis
Techniques: quantitative proteomics and phosphoproteomics, systems analysis, enzyme activity, protein purification and analysis, phosphoserine protein production using orthogonal translation systems
	Aug 2012–May 2018


	Research Intern, Dr. Lisa Elkin 
Bristol-Myers-Squibb Pharmaceuticals
Project: development of mass spectrometry based assays for assessment of transporter inhibition
Techniques: LC-MS/MS (Agilent RapidFire® platform), small molecule lead evaluation, radioactive substrate uptake assays
	June 2012-Aug 2012



	Research Assistant, Dr. Emily Bates 
BYU Department of Chemistry and Biochemistry
· Project: the role of inwardly rectifying potassium channels in Drosophila embryonic and adult development
Techniques: phenotypic analysis, Drosophila genetics, immunohistochemistry
	June 2009–April 2011


Teaching Experience
	Certificate of College Teaching Preparation/CIRTL Associate
	Spring 2018

	Instructor, Dr. Jesse Rinehart and Dr. Terrence Wu
Yale West Campus Analytical Core Proteomics Bootcamp 2018
· Developed and presented curriculum for the design, execution, and data analysis of proteomics experiments
· Designed and carried out hands-on instruction on mass spectrometer instrument maintenance
	Spring 2018

	Teaching Fellow 2, Dr. Emile Boulpaep
Cellular and Molecular Physiology 560
· Designed and presented review material
· Graded homework and exams
	Winter 2014

	Teaching Fellow 2, Dr. Stuart Campbell, Dr. W. Mark Saltzman
Cellular and Molecular Physiology 550
· Designed and presented weekly review sessions using outside material and review activities
· Helped write exam questions
· Graded homework and exams
	Fall 2012 Fall 2013


Awards, Honors, and Fellowships
	Gruber Fellow, Gruber Foundation
	Sept 2011

	Graduate Research Fellow, National Science Foundation
	April 2011 

	Kagel and Blessing Scholarship, Blessing Family Foundation
· For non-dance majors in performing groups
	Jan 2010

	Heritage Scholarship, Brigham Young University
· Four years, full tuition
	Aug 2005

	Most Valuable Student Scholarship, National Elks Foundation
	April 2005


Meetings and Presentations
	Speaker. 70th Annual Conference of the American Society of Mass Spectrometry. Rigorous Benchmarking and Improvement of Phosphopeptide Identification and False Localization Rates using a Proteome-scale Synthetic Human Phosphoserine Library. Philadelphia, PA
	Nov 3, 2021

	Poster. Harvard Cell Biology Department Retreat 2019. Investigating Phosphorylation-dependent Protein-protein Interactions in the Bioplex Network. Falmouth, MA
	Oct 9, 2019

	Poster. Harvard Cell Biology Department Retreat 2018. Investigating Phosphorylation-dependent Protein-protein Interactions in the Bioplex Network. Falmouth, MA
	Oct 15, 2018

	Poster. Yale West Campus 10th Anniversary Symposium. Proteomics methods applied to cultural heritage: Identifying proteins in an ancient Roman Shield. West Haven, CT
Awarded Best Poster
	Oct 26, 2017


	Poster. Yale Cellular and Molecular Physiology Department Annual Retreat. Pyruvate Kinase Phosphorylation is Regulated by Cell Cycle and Nutrient Status with an Unexpected Effect on Enzyme Activity. West Haven, CT
· Awarded Best Poster
	Sep 22, 2017


	Poster. 76th Scientific Sessions of the American Diabetes Association. PKCε and CDKs Regulate Insulin Signaling in Response to a 3-day High Fat Diet. New Orleans, LA
	June 10-14, 2016


	Poster. 64th Annual Conference of the American Society of Mass Spectrometry. PKCε and CDKs Regulate Insulin Signaling in Response to a 3-day High Fat Diet. San Antonio, TX
	June 5-9, 2016

	Poster. 8th United Nations Global Colloquium of University Presidents. Protein Analysis of Dura-Europos Shield Materials. West Haven, CT
	April 13, 2016


	Poster. Yale Cellular and Molecular Physiology Department Annual Retreat. A Quantitative Phosphoproteomic Analysis of Acute Hepatic Insulin Resistance Reveals Novel Regulators of Insulin Signaling. West Haven, CT
· Awarded Best Poster

	Oct 27, 2015


	Speaker. HHMI Med-into-Grad Symposium 2015 Metabolism: Fueling Translational Research. A Quantitative Phosphoproteomic Analysis of Mechanisms of Insulin Resistance Reveals a PKCε-Regulated Network. Boston, MA

	Oct 9-10, 2015


	Poster. Yale Systems Biology Institute Symposium & Ribbon Cutting Ceremony. A Quantitative Phosphoproteomic Analysis of Mechanisms of Insulin Resistance Reveals a PKCε-Regulated Network. West Haven, CT
	April 22, 2015


	Poster. Yale Cellular and Molecular Physiology Department Annual Retreat. A Quantitative Phosphoproteomics Approach to Mechanisms of Hepatic Insulin Resistance II. Phosphoproteomic Analysis. West Haven, CT

	Sep 23, 2014


	Poster. MaxQuant Summer School: Computational Mass Spectrometry-Based Proteomics. Quantitative Phosphoproteomic Analysis of Acute Lipid Exposure in Rats Reveals a Direct Regulation of mTOR by AMPK. Bethesda MD.

	July 21-25, 2014


	Poster. Yale Cellular and Molecular Physiology Department Annual Retreat. Quantitative Phosphoproteomic Analysis of abl-1 Knockout in C. elegans Embryos. West Haven, CT

	Oct 28, 2013


	Speaker. Mass Spectrometry in Biological Applications and New Technologies. Quantitative Phosphoproteomic Analysis of abl-1 Knockout in C. elegans Embryos. West Haven, CT
	June 25, 2013
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Personal Information
	· Member, American Society of Mass Spectrometry
· Scoutmaster, Boy Scouts of America
· Performer, BYU International Folk Dance Ensemble
· Eagle Scout
· Conversational Proficiency in Ukrainian and Russian
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